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Abstract: This research focuses on optimizing personalized learning pathways using artificial intelligence (AI)
technology, especially in the cutting-edge field of Functional Genomics within biomedical education. By integrating
Al techniques and deep learning methods, it aims to break through the limitations of traditional educational models
and provide customized learning experiences, thereby enhancing teaching effectiveness and learning efficiency.
This approach is conducive to cultivating professionals with specialized skills and can drive progress in the research
and treatment of genetic diseases, holding significant importance for the development of biomedical field.
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